Separate proteins by . .
2-D gel electrophoresis. SpeiPlEer Ei9ES R

*Perform in-gel trypsin
digest of protein.
[ +Operates on the 96-well
—> - e format, automated.

Automated
Gel Analysis 4

Extract proteins L

from sample of

interest.

96 Well plate

Obtain Mass Spectrum Processed

Samples

}

<4—— 96 Well plate

Prepare samples
for
Mass Spectrometric Analysis

Standard MALDI target plates are compatible with all
Applied Biosystems Voyager TOF instruments

UV laser pulses via e
attenuator, fiber Ar collision gas
optic cable and lens

to vacuum system
N, Laser 4

Repeller

Extractor
Detector

equilib selection

I Thermal MS1 mass

— prem—m—

96-well
MALDI

target . MS2 mass
i 2 selection

SChemat|C Of QSTAR Liner —"|
Mass SpeCtrometer lon mirror
(with MALDI source) —

Database Search Result

1. gi|9965853|gb|AAG10174.1 AF285135_1 (AF285135) major outer membrane protein [Campylobacter jejuni]
Sample ID : E\BRUKER_OUT_FTP\Anna\Unk_2_6_21\0_21_1SReflpdata\1\1r [Pass :0]

Measured peptides :17

Matched peptides :8

Min. sequence coverage: 29 %

ERAGE MAF ANMD ERROR MAP

933.573 M 933.503 76 174 181 0 ITGVQFNR

972585 M 972.524 63 19 27 0 DIDVSGVLR

1112590 M 1112550 36 353 363 0 VGADFVYGGTK

1307.699 M 1307.662 29 267 278 0 LDAANGNFFALR

1496.739 M 1496.725 9 55 68 0 AQVNFSGAISDNFK

1951.068 M 1950.947 62 336 352 0 NIFGYVTAGYTFNETVR

2085.136 M 2085.062 36 98 116 0 QLYLTYTNEDVATSVIAGK

3159.291 A 3159.283 2 69 97 0 AFVQFDYNSQDGGYGTDSISNTSDTLTVR




